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[HBZ] BRI WE AN K-1B(IL-18)/N T RNA (siRNA ) X} #f 4li #% {3 (spinal cord contusion,SCC) K Fliz
SNTIRE M RZ M AR N OCHL . 77 3% .98 HUbEYE SD R BB 4 41 . B F AR UL (Sham 41) 46 SCC 4l
(SCC 4) 25 # AR 4H (Vector 4 ) FiE i % T 4041 (IL-18 SH #H )., IL-1B SH 41 #0125 3% /& 40 A B 48h 7E Ut 158
B B G IL-18 siRNA 3528 2 4 , Sham 41 K B B8 HEAR AR 500t SCC, Ho4y 3 41 R B i T10
SCC, BAABKR S X, TR Y KUULARRE 1d.3d.5d.7d . 14d R H Basso Beattie & Bresnahan(BBB) />
TG R BUR G2 D)D) . Sham A ARG 28d ALFE R, B T10 BOA A, FH 2T 98 6 i it B A % o S 4 AR
(qRT-PCR)M& I 1L-1B HI y=2& fili A% 2& 14 (SNCG)mRNA A% KK, SCC 4 F AR JF 6h.12h . 1d.3d .5d.7d.
14d B 005 B i, 4l TL-B FT SNCG mRNA #4235 7KF . Vector A1F1 TL-18 SH AL EEAR 5 7d B4 B
BRI SNCG mRNA MIXF 2 15 K5 76 ARG 3d.7d . 28d F700 EVE 7 | [0 52 40005 458 0, ey 4l 8k 2 e R
W5 SNCG Y 5928 FH P 200 W 355, 91 00 s 7 B 843 6 %5 B (TOD) fE . i GeneMANIA 4341 IL-1B Fl SNCG #Y
ISR . Z5 R . Sham 4145 B} A 5 BBB W43 21 4% ,SCC J& ,SCC 414345 i) 1) 5 2 8 251K+ Sham 41 (P<
0.05),IL-18 SH A4 7E 3d.5d.7d  14d W ¥ 8.3 55 T Vector 41 (P<0.05)., SCC RS 6h 12h . 7d i IL-1B
mRNA ik 4 Sham 41 3% 7 1 (P<0.05) ,SNCG mRNA #iA 4 Sham 41 3 P F i (P<0.05) . AJ5 7d,
IL-18 SH 41 SNCG mRNA Fik/K ¥ 2 ¥ 5 T Vector 41 (P<0.05), TL-18 SH AL i i il /i SNCG % 328 B 4
i L HCFD TOD fH7E AR J5 3d.7d.28d 34T Vector 41, 22 5 B A Gi 1% & X (P<0.05) . GeneMANIA 43 #7 k& 3
IL-1B I SNCG i 1 Cfd 177 76 W 40 J 2 7 5 5 8518 11-1B siRNA T 3% SCC K RS iz shohig, L8 SNCG
H M mRNA 19235, 3 0] G852 o0 v 0 GoR iR TR R E G,

(KR ] BRI AR -1 y-F M E M B s g KR

doi : 10.3969/j.issn.1004-406X.2019.08.08

RESZES.0426,R683.2  XHEEARIREG:A X EHS:1004-406X(2019)-08-0725-07

The effect of lentivirus —mediated interleukin—1f3 siRNA on motor function in spinal cord contused
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29(8): 725-731

[Abstract] Objectives: To observe the effect of interleukin—1B(IL-18) small interfering RNA(siRNA) on mo-
tor function in rats after spinal cord contusion(SCC), and to investigate the corresponding mechanism. Meth-
ods: A total of 98 female SD rats was randomly divided into four groups: Sham group, SCC group, Vector
group and IL-18 SH group. Rats in IL-13 SH group and Vector group were locally injected with IL-1p
siRNA or vector in spinal cord at 48 hours before surgery. The vertebra resection was only performed in
Sham group and the T10 contusion was prepared in other three groups. Basso Beattie & Bresnahan (BBB)
score was recorded for five rats in each group at the day of surgery and 1d, 3d, 5d, 7d and 14d after
surgery. In Sham group, rats were sacrificed at 28d after surgery, and the relative expression levels of IL-1
and synuclein gamma(SNCG) mRNA were detected by real-time fluorescence quantitative polymerase chain re-
action(qRT-PCR). In SCC group, the relative expression levels of IL-1B and SNCG mRNA were detected at
6h, 12h, 1d, 3d, 5d, 7d and 14d after SCC. In Vector group and IL-18 SH group, the relative expression
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level of SNCG mRNA was detected at 7d after surgery,
fixed at 3d,
mune—positive cells. The cells were then counted, and the average integrated optical density(I0D) values were
determined. GeneMANIA analyzed the theoretical relationship between IL-13 and SNCG. Results: The BBB
score in Sham group was always 21 at each time point. After SCC, the score of SCC group were significantly

and the contused spinal cord was also perfused and

7d and 28d after surgery. Immunohistochemistry (IHC) was used to observe the SNCG im-

lower than that of Sham group (P<0.05).
Vector group at 3d, 5d, 7d and 14d after SCC(P<0.05). The expression of IL-1f mRNA in SCC group was
significantly more up-regulated than that in Sham group at 6h, 12h and 7d after surgery respectively(P<0.05),

The score of IL-13 SH group was significantly higher than that of

while the expression of SNCG mRNA at each time point was significantly more down-regulated than that in
Sham group (P<0.05). The level of SNCG mRNA in IL-13 SH group was significantly higher than that in
Vector group at 7d after surgery(P<0.05). In IL-18 SH group, SNCG immunoreactive cells and 10D values in
the anterior horn of injured spinal cord were significantly better than those in Vector group at 3d, 7d and
28d after surgery (P<0.05). The subcellular localization between IL-1f and SNCG through Cfd was predicted
by GeneMANIA. Conclusions: [L-13 siRNA improves the hindlimb motor function in rats, and upregulated

Chinese Journal of Spine and Spinal Cord,2019,V0l.29 ,No.8

the expression of SNCG protein and mRNA,

inhibition of mitochondrial apoptosis pathways.

which may be related to regulation of neuronal plasticity and
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A BE 51 73 (spinal cord injury,SCI) 2 K AL #k
b7 1 D PR 2t A 1 T AT 1Yz 3 D) RE R 43 B
H AT AUk K ME SCI b | SAE 5 B A hy 2
RHERE I AR, JF B A B H LA 5%
1k BT SRFEFNJE T PR B/ SCT XY %8
iE S B IA R R PR AP Rl 2 T I G IR T 22—, |
4 & -1 (interleukin-1 B,IL-18) & — Fj t B 1%
200 Y/ /0N JE T3 240 L 3 9 1) B AR 22 T A W D BB 1Y 4%
AL, A ALEE T SCT X AR AE P i B
W5 SCI AR G I PRUAH BLAE -5 350 i 20 LA ] 3
PR, y=2 i A% 25 1 (synuclein gamma,SNCG)
LR it () 85 SNCG S 28 il i 4 L R 0t 2
—, Je— PR ST S AN A R IR A T R
[T, ARG W 4 TT AR 2 I0 RIS Bl 4 T
th ikl BN 2 5 7 Bl iR AT PR 10
RRHLIER, 5 I8 G i 2R P T iRk R S
5Ty E RS, H2 SNCG 78 IE & HI4h
15 65 1 40 B = 0 67 DA SR DD BRI N IE B, T AL
IL-18 5 SNCG 7£ SCI JG [ 5 R M FF M B, A A
58 LA SD KB AIF S8 0 42, S P 4
(spinal cord contusion,SCC) #% % (& 4} #4 &t
IL-1B /T4 NRA (siRNA ) I 7 453475 8 i Joy B 14
85 RV SCC R B SNCG LA K iz 3 T E B 5%
M

1 HRFFHE
1.1 5256 3h i Kl 5

B 98 H {d i B 4 Sprague—Dawley (SD) i
PER B, PR B 220~250g, Hi B HR 1K A 52 56 3h ) 4
PR A BEAE, 293T 412 ()7 M Gene Copoeia),
B . IL-18 siRNA J¥51 | 129 8 A0 5 kL | 21
B EE I (red fluorescent protein, RFP) (J7 M
Gene Copoeia), R 2% v (PBS) | 1L = 1ML 75 Jit
W RAE AR IR 3R A ) 2RI R 45 (SP-9001)
(AL EW), 1L-1B Jilk (Rabbit, 23 1+
) ;SNCG BifA (Rabbit, 28I =8 ), 52586 5E
TR A A X (qRT-PCR) 33 5% 55 38 771 & Al
cDNA B & (KEFEY TREARAHR),
1.2 LR sh¥

98 HRKBEHL 7 M F R4 (Sham 4 ,n=
11) .SCC 41 (n=47) .25 #H K4 (Vector 41 ,n=20) Fl
R T4l (IL-18 SH 41,n=20) ,Sham #1 K
ST IFMEN , A i 88, SCC 4l Vector 41 VA I
IL-18 SH ZH#4iil % SCC #iR!, i SCC ik —
4> 4 6h 12h 1d.3d.5d.7d . 14d .28d I} [] 5,
Vector 21 fl IL-18 SH 4l i — 244 3d . 7d .28d
A E] A, R BRI B L3 1,
1.3 18w AR iy i 5

¥ IL-1B siRNA J¥ %1 52 F 21| RFP A5 ic 1Y 4%
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*1 XREAZITE (n=98)
Table 1 All rats in this experiment
SCCAH Vector4l IL-1B SH 41
Sham&i SCC group Vector group 1I-1B SH group
Sham group
6h 12h 1d 3d 54 7d 14d 28d 3d  7d 28d 3d 7d - 28d
BBBV- 43
BBB scores 5 5 5 5
T ALK A
Immunohistochemistry 3 3 3 3 3 3
qRT-PCR 4 6 6 6 6 6 6 6 6 6 6

qRT-PCR detection

b PR ZEAR (Sg) FINE R 75 0 3 BORE (1)
AL YL 3] 2937 240 Jfd Ax 1 A8 s 15 00K . 48h J5 B
AR AR LW, KL E T 0.45um BB
M 21 4 22 g A b ad &, B Sml 98 35001/min
B0 25min, BRZ LIEW, DT UE 5T R A
500wl JCEA PBS ", B F-80°CUKFAVRATE . TR il
£ RS I B 45 52 19 25 2K (Vector) .
1.4 18558 M Vector 5T

K ST AR T B RS SEH 3.6% K&
ST T R R S it I PSRRI (35mg/kg ), AR MO [
S, TE T9~T11 A7 & 5 8 ¥ 1E o Be AT VI I 1
JoR AU o B A S LA, SRR TO o 5 B HAE AR
T4 2 HE T10 19 BOHEBE, 0 I 37 R A7 AR
(DW-5, #0280 ) T B 40T o A 242 4 ) 55
RBUE S Spum 1912 995 5 UKL , i 51 3~5pum, i £
£ B2 K B J7 1) 45°C (57K M) MKk dE &
AIUP 505 B I B2 o Vector 41 R 8% Vector, X H
TR TH TR BB A B Rk S g B R
PN
1.5 SRR & Fliz 3h DI Re v

IL-1B SH 41 F1 Vector ZH 43 51| 1€ 12 Jk 55 i kL
1 Vector {4t 48h J5 Rt B Allen’s 7 7 % il
#H R B SCC(T10) AL, BAR T R4k R H] 3.6%
TK A ST S it L R T (35mg/kg ) , A BMOZ [ 5
WRURAFTT K ik A3 B8 b WL IR B 45 2, T 1L o) 5 4
P FTHAUM 30mm =4k H R IE (A RE A,
HEA i1, SCC 2 B4l ST jita A5 7 i %, Sham 41 H
I B AR AR A58 00 5 B o AR S T B ST A B SR
FA S BB IR KRR, IR W, B R R4 — Ik
PR BE IS e HE PR H = T IR B R HER ik, gl
Bs RRRFARAY KL EARE 1d.3d.5d.7d,
14d #8457 BBB #4319,
1.6 A2

B Sham 20 (6 H),SCC AR5 6h . 12h . 1d,
3d.5d.7d . 14d (EASBFE] &S 6 H ), Vector 2 Fl
IL-18 SH AR5 7d (&4l 6 KKK, HEEMA
FRER K (4°C) PR O WEE 7 | DL 0 405 450 s
I lem BHE, T -80CUWTF & H . Vector 41 F1
IL-18 HFI KR FARIE 3d.7d.28d (HEA~H}[H
SRR 3 H) e AR BER K (4°C ) e e B E
e 4% 2 5 W W (pH B 7.3 .4°C) B 12
TP T AR5 B A AT A0 [ 2, 48h J5 H R
JBoK AL K A iU R R Spm) 5 . 45
41T BBB 43 1 K BRUFE VT 43 45 o5 B4 Ak 4K
FEH,

1.7 g8t

WA s O] b w R K AE s R R
10min, 3%H,0, % & T /K 37°CHFH 10min K iF N
Tk A ALY, 1 0.01mol/L. PBS kS5 10%
B 1ML 37°C ,10min B R S PEHTE i —
brla 4°Ci i, W H B &R, 0.01mol/L. PBS
BRI & B WS C T 37CHE,
] B 0.01mol/L. PBS ¥k ,DAB-H,0, & {1, %%
Ja 2 gs o oK i W Ko R i . Motic
JeF WA T HE TSR ANHA B, UK 400 £ TR
LW Fr Bk A W1 BEFLEEL 3 AN ] g LB
THECOL BT o 22 30 104 BH M 40 i BOF R AL IR R
P Tmage pro plus FAF# 1E Ui B X F- 3 1 45 ok
% EAH (integrated optical density,10D) #4174
i,

1.8 qRT-PCR £l mRNA ik /K-

Wit KRNZ B WL &E M (B-action) Fl
IL-1B .SNCG W51 WP 5 (3K 2) R A 00 i 2
21 e IR & U, 51T qRT-PCR, KR 554
95°C .2min Jii ,95°CAE ¥ 155, 3Bk 20s,60°C %E i
40s  G¥F 40 K, FeJa 93] S e oh i £, sl
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CHE , N T IE J5 4 27224 TR i AR ik 4t
1.9 EYfERy

N GeneMANIA A= ¥ {5 B % (hup://www.
genemania.org/) Tl 1L-1B 5 SNCG K F
110 ZEitas bt

I A BT BG4 R B B AR 22 (as) 3R
7N, SPSS 17.0 B4 70 Hr SE g 45 8 | KR B
fiE, 2H AR H 8RR 22 07 22 20 # , 2L TA) e AR A 57
FEA K5, L P<0.05 2555 BA gt 7 XL

x2 SMFIIER
Table 2 Primer sequence information
G197

Primer sequences

1E X5 Sense 5'~-GAAGATCAAGATCATTGCTCT-3'
Xk Anti—sense 5'-TACTCCTGCTTGCTGATCCA-3’

1E X% Sense 5'-TCTCAGCTCTTCACTTCTGCT-3'

Jz SLi% Anti-sense 5'—-CATCATTTTGATGAGTATGA-3’

1E X5k Sense 5'~AGCAGCCACAGCATCAATATTT-3’

JZ 4% Anti-sense 5'~AACCTGAGTCCTAATCCACCTG-3’

EIL/E S

Sense

B-actin
IL-18

SNCG

2 H£R
2.1 BBB %

ARHTAR R BBB W40¥14 21 43 AR J5 Sham 41
K ERAS R TR 5043 T B 2 A8 4k ;SCC 41F SSC R
J& 1d.3d.5d.7d . 14d H} (% BBB P43 35 i 3 AL
F Sham 41 (% 3,P<0.05);SCC J& 1d,IL-18 SH
ZHF Vector 2 BBB 1¥43 Jo 4t it 2% 22 5 (P>0.05)
3d.5d.7d . 14d i} TL-18 SH 41 BBB -/ & %
P T Vector 4 (% 3,P<0.05) .
2.2 IL-1B 1 SNCG mRNA 7E %5 4 AH %t ¢ 35 1%
M,

IL-18 mRNA 7 SCC Ji7 %3k L, 7F 6h ik
FWE(E , 5 Sham A HE ST 527 (K la,P<

0.05), BJ5 ,IL-1B mRNA 2k /K Pk T, 7
3d ik BIERARAE , 25 LB LA L 7 7d s E—A4
/NIEAE (P<0.05), SNCG mRNA (1) ik KF 78 ¥
BE AT 22 B 5 2K 7K -, 7E SCI 5 %k 7K
TGN IFAE 3d IR BIRARME ARG 2218 LT 1
14d ik 20453473 )5 19 fe = 7KF o 55 Sham 4R L, SCI
J& £ AW A] 5 () SNCG mRNA F ik FEE, BA
itk (K 1b,P<0.05) . ARJ5 7d,1L-1 SH
ZH Al Vector 419 SNCG mRNA 35454 0.38+
0.08 1 0.14+0.03, M4l L RA G IT#E X
(P<0.05),IL-13 SH Z1ry ik o L,
2.3 IL-1B siRNA XJ & fi i 1 SNCG it %% FH P
Rk $ip- A

SNCG e 2 [P 200 Jfd 52 A €, B 34 29, 7
AT 9B (0 v AR — JTL-1B SH 41 SNCG %)%
FH P 41 i P IR W %2 204 %R T Vector 2H (K] 2),
IL-1B SH 411 SNCG 3% B % 4i i £ /e 3d . 7d .
28d B ¥4 7 F Vector 4 (3 4,P<0.05), IL-1B SH
ZH 1) SNCG 9% B P 7 9 10D {78 3d.7d \28d
IR T Vector 41 (5 4,P<0.05)
2.4 IL-1B F1 SNCG By 915 B2E bt

GeneMANIA % ¥ 5 IL-1B .SNCG A ik |
I 5 7 & F A9 3 A Sneb \Snca \I11a,S100a8 .
Cxcll ,Cxcl10 11rn ,Cel3 \Cfd ,Icam1 ,Hck \Fabp4 |
Car3 Mmp8 ,S100a9 ,Scd . 1136b .S100b Ripk3 .Cx-
cl2( 3) , Hrp IL-18 5 Cfd fAfedb @ i G & M
SNCG 5 Cfd fEfE Rk LR, R IL-1B 5
SNCG F] REAFTE L RIA B H e 7 &R (K 3),

3 itig
IL-1B & — MR A R PRI N 7, fEdi s

X3 HHAXRARWERSAERESK BBB iEs (x+s,n=5)
Table 3 BBB scores in each group
PN A J& Postoperation
Preoperation 1d 3d 5d 7d 14d
4
Sham#i 21.000.00 21.00+0.00 21.000.00 21.00+0.00 21.000.00 21.00+0.00
Sham group
4 - a~ A P
sccA 21.00+0.00 0.00+£0.00Y 0.67+0.16” 2.00+0.89% 8.00+0.89% 14.83+1.727
SCC group
‘torZ
v Vectorfll 21.00+0.00 0.110.02 0.55+0.09 0.91+0.21 2.0020.60 8.30+1.02
ector group
IL-16 SH 4 21.0020.00 0.16£0.03 1.28+0.34 5.43+1.05% 7.45+1.62% 11.6752.01?

IL-1B SH group

7 D5 [F] I ] 5 Sham 20 H ¢ P<0.05 ;@45 Al 18] 45 Vector 41 4% P<0.05
Note: (DCompared with Sham group, P<0.05; @ Compared with Vector group, P<0.05
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1 a SCC G AN B[] & IL-18 mRNA ()R EE L ,6h . 12h . 7d 5 Sham 41 L3 P<0.05 b SCC J& A [A] B [H] £ SNCG
mRNA RILTE L, 5 Sham H L P<0.05 2 IL-18 SH 41l Vector 4 SNCG M f s 1 83 k¢ Yo 85 R (CH i
i, RAFT Sk SNCG 7y FHPE AL, 400x) Vector ZH7F 3d . 7d.28d SNCG FH P 3% ik 4 M B4 2> U (L85 9% ; 11L-18 SH 417
3d.7d.28d SNCG FH 3535 19 4 H £ 4L Vector 213 2 YL 5L Vector 41T

Figure 1 a The expression of IL-18 mRNA at different time points after SCC, 6h, 12h, 7d compared with Sham
group, P<0.05 b The expression of SNCG mRNA at different time points after SCC, each time point compared with
Sham group, P<0.05 Figure 2 Immunohistochemical staining of SNCG in IL-1B SH group and Vector group(anterior
horn of spinal cord, black arrow: SNCG immunopositive cells, x400) Vector group had fewer cells and lighter staining
at 3d, 7d, 28d; the SNCG positive cells in the IL-13 SH group at 3d, 7d, and 28d were higher than that in the Vector

group, and the staining was deeper than that in the Vector group

% 4 1IL-1pB siRNA F#t 53+884H SNCG R Z R4 MK 10D & (x+s,n=3)
Table 4 Effect of IL-13 siRNA on positive cells and 10D of SNCG
3d 7d 28d
ET 12 40 0 10D 12 40 0 10D 14 BET o 48 L 10D
Positive cells 10D value Positive cells 10D value Positive cells 10D value
VVeC“’rgﬁ 9.14+1.63 101.21+17.69 10.75+126  79.88+7.61 11.12+1.00 78.93+5.30
ector group
IL-1p SH #1 11.67£1377  157.0123.007  1443:1.677  154.10+3.597 152541717 113.53+12.507

IL-18 SH group

7 D5 [ ] 15 Vector 41 48, P<0.05
Note: (DCompared with Vector group at the same time, P<0.05
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Bl 3 I1L-1B 1 SNCG LW {5 B2 6 & MK a 1L-18 F1 SNCG 1 GeneMANIA W20 & B HL Fe ik | o L X
b IL-18 5 Cfd A7 7L % & T SNCG 5 Cfd /7 1R IL R K 56 &
Figure 3 I[L-13 and SNCG bioinformatics prediction relationship network map a The co—expression and co-localization

genes between IL—1fB and SNCG found in GeneMANIA b The co-localization was performed between IL-1B and Cfd,

and the co—expression was performed between SNCG and Cfd

R FEE R IE N A M A R, QT
IL-1B 7£ SCI T/ A e TL—18 AH SC L PR 1y
XFIlf R T 10 SCI A S H AT B2 OCHERR YT 11, 2k
SCI J& ,IL-1B 1Y 23k /K ¥ ml 75 B30 Pl it | 18
IL-18 R A1 51 105 20 Jif 28 46 5 % 35 200 Jfa [
B 53,175 I R~ (TNF- ) \TL-6 55 &
P 240 i DR P R, 2 T D A A0 DX 1 SRRE S
T 5 W) Aot 228 0 Ao 28 L LR T RES . DA HIF 5T
ZERAILIE ], 78 SC1JF 6h,IL-18 mRNA ik
BV B — A e A, IR R R R AE Bh T Rk R 5
AR FE 6h ZJ5 AN BUR TL-18

mRNA IR AP T B, HIEF Sham ZHAH L
E & w7k, H BBB WEAMEKF . X4 TL-18

£ SCI 5 gk & i o B ZAEH , #m Tk
S iz Zh DI RE R A o Lin S5O GE IL-1B 1E
SCI 5 A B T m it , i HLRHW IL-18 AT A
RO ACTH 5 2 PR #1  Sato FP & BULE 1L-18 FEH
mg B /N BRUEE 57 SCI A J5 /) iz 3l T fig 45 31 2t
AT L /I B S5 AT M/ W AT 6 3 A A A2 24
il o SCIJ&, WS ASFE 51 Sl B T 93 4% A i
N e B TR A0 2 A il 5 ] R R 2 R BE A 45
PR DRI 22 0 I BRI, X 8 2 R BUK A Y
18 B IR DI Re ek o AT & 7E R HT 48h
T SHEREEN S0 IL-1B siRNA, #3055 5800

Pejm  IL-18 K RZEAR G 3d B 32 3h U fg
ARk, B R T TR A B R AR AP M 4 T e
T ZEATT

A 5T B IL-18 1 SNCG Z [alf — A~ 7
20 MRS R M T B IL-18 5 SNCG i it
Cfd A 4L E (7 LR IB I OC R /R 7E SCLE 1L-18
AieS 5 ZMERM TR, WS T —1 L
IL-18 H F 31 SCI 4k &M R, WA F 205
W] TL-1B A7 A Wpm) sl 2 15 5o 5L R i Rk A2 4k
Ellman 252 A58 % B SCT J5 41 48 R 4 40 g I
¥ (IL-10 1L-1B IL-6 .IL-5 IL-2 .CXCLI .CCIL2
o, CCLS) o 25 A5 4k, 1 HL 5] kg /0N Jig I 240 it 90 11 44
Jif1 3% ¥ ,Ibal .CD11b.CD11c .CD45 1 MHCII f
FiR B AE R E U, Hu SEHREE SR A CCL20 T
il SCI B J5 |, IL-1B . JL-6 Al TNF-a fY 3 35 7K
SR Didangelos S5 33 5 5% 2H 2% Fl 8 11 T 4
SRR 2% BT, R B il R 9 E RN JR
TLR4 .RAGE DA HMGB1 B934 , He A5FPR I 3
PRI F ARG 0t % B GSK3B .0DC1 il OAT 45
Bt A4 . BRFAESIF 1] RNA-Seq i 2
SCI ey 2= 5 3 W & T Hmoxl ,Plau  Serpinel
DLz Nef2,, 33 86 53 AR S8 A0 1 8t 4 Hh A 4
L B A RE S5 A s AL AR RON 4 4
Al LA SN, TESAE S H R 8 b AT b
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VE .

ZE LTk A5 & B IL-18 siRNA A fig ik
KL SNCG mRNA ik /K FIEE 1) Rk, R
Hn] g i SNCG 1 1 SCC 4] ) 4 iE S I, A
Mk iz shDIRE MR A . 3% A AR R i H siRNA
1RYT SCI A TIRYTF AL Y 2 2% RIS AR
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