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[Abstract] Objectives: To investigate the changes of Slitl expression in spinal cord after the section of dor-
sal root in rats, and to provide evidence for the role of Slitl in nerve regeneration. Methods: The left dorsal
roots of L5 and L6 spinal nerve were transected from 80 2-month—old Sprague—Dawley rats, and the changes
of Slitl expression were detected with RT-PCR, Western blotting and immunohistochemical methods in the re-
lated spinal cord at 1d, 3d, 7d and 14d, respectively. The left halves of these L5/6 spinal cords were includ-
ed in test group, the right halves of these L5/6 spinal cords were included in self-control group and the L5/6
spinal cords from sham operation rats (which were anaesthetized and the L5 and L6 spinal nerves were ex-
posed, but without section operation, n=20) in blank control group. Then the number of Slitl positive cells
and the average integral optical density value (AIODV) were determined with image analysis. Results: The
numbers of Slitl positive cells in test group at 1d, 3d, 7d and 14d were 5.78+1.53, 15.85+2.65, 23.93x1.53
and 8.78+1.78; the numbers in self-control group were 2.31+1.63, 2.57+1.89, 3.20+2.16 and 3.02%2.15, re-
spectively. The number of Slitl positive cells in test group was significantly higher than that in blank control
groups(2.89£1.26) or that in self—control group(P<0.05). Western blotting showed the relative expressions of
Slitl in test group at 1d, 3d, 7d and 14d were 0.326+0.09, 0.448+0.05, 0.638+0.07 and 0.304+0.07; the
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numbers in self—control group were 0.038+0.02, 0.038+0.01, 0.035+0.02 and 0.046+0.03 respectively. Com-
pared with blank control group (0.038+0.03) and self—control group, the relative expression of Slitl in test

group were significant (P<0.05). RT-PCR showed the relative expressions of Slitl mRNA in test group at 1d,
3d, 7d and 14d were 0.380+0.03, 0.425+0.04, 0.768+0.05 and 0.605+0.04; the numbers in self—control group
were 0.210+0.04, 0.265+0.03, 0.292+0.02 and 0.261+0.02 respectively. Compared with blank control group
(0.231+0.03) and self-control group, the relative expression of Slitl mRNA in test group was significantly

higher(P<0.05). Conclusions: After the section of dorsal root, Slitl expression in spinal cord is significantly

up-regulated.
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Figure 1 The expression of Slitl in spinal cord increased after the left dorsal roots transaction, spinal cord was ob-

tained and stained with anti-Slitl(a with SABC method; b with immunofluorescence staining). There were few Slitl posi-
tive cells in self—control group(a—b, box) and blank control group(c). The number of Slitl positive cells increased in
spinal cord in test group(a-b, circle), and all Slitl positive cells were located in the anterior horn of spinal cord. ¢-g
The anterior horn of spinal cord under a high magnification at different point times: ¢ The number of Slitl positive cells
(arrow) was few in blank control group; d—g The number of Slitl positive cells increased in the anterior horn of spinal
cord(arrow) at 1d, 3d, 7d and 14d, respectively, which peaked at 7d and began to decline at 14d. Scale=100pwm(a-b)
and 25pum(c—g)
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Figure 1 (h) the expression of Slitl was detected with Western blotting method and the results showed Slitl expression
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increased after spinal nerve roots section, peaked at 7d, and began to decline at 14 d, but still higher than the blank
control group; (i) SlitlmRNA in spinal cord was detected via RT-PCR and the results showed that SlitlmRNA in test

group increased after operation, peaked at 7d, and began to decline at 14d, but still higher than the blank control group
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